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Supplementary Figure S5: Kaplan-Meier survival plots of age at cancer diagnosis by the number of
risk and protective genotypes in LSVH. (A) The survival curves depict the survival to age at any cancer
diagnosis for individuals with no risk genotype (black), and one to two risk genotypes (red). The
difference in age at cancer diagnosis among the groups is statistically significant (p = 0.024). (B) The
survival curves depict the survival to age at any cancer diagnosis for individuals with no protective
genotype (black) and one to two protective genotypes (red). The difference in age at cancer diagnosis
among the groups is statistically significant (p <0.001). (C) A similar analysis is performed specifically
for CRC protective genotypes, showing survival to age at CRC diagnosis for individuals with no
protective genotype (black)and one to two protective genotypes (red), with a significant difference in
age at cancer diagnosis (p <0.001). Any cancer includes CRC, gastric cancer, pancreatic cancer, cancer
of the small intestine, endometrial cancer, ovarian cancer, bladder cancer, liver cancer, brain cancer,

and skin cancer.



